Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.006 Å; disorder in solvent or counterion; R factor = 0.065; wR factor = 0.180; data-toparameter ratio = 21.1.
In the title compound, [Ni 2 (CO 3 )(C 5 H 6 N 2 ) 8 (H 2 O)]Cl 2 Á5H 2 O, one of the the Ni II ions is six-coordinated in a distorted octahedral geometry, with the equatorial plane defined by four pyridine N atoms from four aminopyridine ligands, the axial positions being occupied by one water O and a carbonate O atom. The other Ni II ion is also six-coordinated, by four other pyridine N atoms from four other aminopyridine ligands and two carbonate O atoms to complete a distorted octahedral geometry. In the crystal structure, molecules are linked into an infinite three-dimensional network by O-HÁ Á ÁO, N-HÁ Á ÁCl, N-HÁ Á ÁO, O-HÁ Á ÁN, C-HÁ Á ÁO, C-HÁ Á ÁN and C/N-HÁ Á Á interactions involving the pyridine rings.
Related literature
For related literature on 4-aminopyridine, see: Judge & Bever (2006) ; Schwid et al. (1997) ; Strupp et al. (2004) . For bondlength data, see: Allen et al. (1987) ; Jebas et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x; y þ 1; z; (iii) Àx þ 2; Ày þ 1; Àz; (iv) Àx þ 1; Ày þ 1; Àz; (v) Àx þ 1; Ày þ 2; Àz; (vi) x þ 1; y À 1; z; (vii) Àx; Ày þ 1; Àz þ 1; (viii) x À 1; y; z; (ix) Àx; Ày þ 2; Àz. Cg1, Cg2 and Cg3 are the centroids of the N1/C1-C5, N7/C16-C20 and N9/C21-C25 rings, respectively.
Data collection: APEX2 (Bruker, 2005 ); cell refinement: APEX2; data reduction: SAINT (Bruker, 2005 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003 blocking the potassium channels it prolongs action potentials thereby increasing transmitter release at the neuromuscular junction (Judge & Bever, 2006; Schwid et al.,1997; Strupp et al., 2004) . As a part of our investigation of the binding modes of 4-aminopyridine with the metals, we report here the crystal structure of the title compound, (I).
In the asymmetric unit of the title compound, both of the Ni II ions have distorted octahedral geometry. The equatorial plane in Ni1 is formed by four N pyridine atoms from four aminopyridine ligands, the axial positions being occupied by one water oxygen atom and a carbonate oxygen atom. In Ni2, the equatorial plane is formed by four other pyridine N atoms from four other aminopyridine ligands, the axial positions being occupied by two carbonate oxygen atoms. Two chlorine and five other water molecules are also present within the asymmetric unit (Fig. 1) . Two of these water molecules are disordered with the fixed occupany of 0.5:0.5. The bond lengths and angles are found to have normal values (Jebas et al., 2007; Allen et al., 1987) . 
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Figures Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom numbering scheme. Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Experimental. The data was collected with the Oxford Cyrosystem Cobra low-temperature attachment.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
